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Connect to

spec

1. Start Delta V5 (double clickid ).
2. Open Spectrometer Control (click@ ).
3. Select spectrometer on Available Instruments.

eter

Authentication
a= Flease enter vour login information
Mame l.i'-.ccuunt narme required E
Password l o~ ]
” 4
[ Connect e Cancel I
S
Name Password remarks
L delta delta For installation account
"«‘h: : N ¢
" '\"
.y
134 3
J
4
4
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Sample preparation

1. Set sample tube on SCM .

2. On Samples tab/®=+| , you must defined your sample information.

3. On Samples tab, click®! . You can see new sample definition space on sample
list.

4. Input sample name.

5. Select solvent.

6. Click Verified.

7. Click sample number. Clicked sample box becomes green color.

[Nu.|i[ Sample Name | [ Solvent | [ Kind | [Shared| I‘ufen'ﬁed| ]
|I~ 1|— 'Chlnrnfnrm-D 4 |Li|:|uids 4 | o | ¥y

N0.|‘I Sample Name | l Solvent | ] Kind | ]Shared| IVeﬂﬁedl |
> 1‘..[ 10ETBZ ||::h|nrurunn-u¢ |Liquids¢ ‘ 0 | &

8. Click| g woee ]forsample loading.

Attribute Area Size




1. Click| @.52% lon Samples tab or key in the job name which you want to
define your job. You can see the next tab©@=| (Jobs tab).

B e v —.

Connection Tools Config Shims Samples

ii mJNMEcs%ol

Sample: 10ETBZ » Iy
Job:
g © Method: - 2
E8| O Action: Tdle £
< Collected: -
Time: - ¥
Attribute Area Size
)= )] o] e | o ==
Sample Name ‘ I Solvent Kind ‘ Sha red| Ven'ﬂed‘ [ Error ‘ [ Owner ‘ I Last Load | ” [
» 1 .J 10ETBZ Chloroform-D & Liquids @ ) delta Recently A
([f» 2= 10EBz1 Chloroform-D 4 Liquids @ |} delta Never
(|
| hd
[l Il i

I Create a Job J[ Update Job(s) I

Enter a title for the new job:

| [New Job
(| Add the Job Id to the title:

(Z) only if necessary o  Create aJob
= [®) always L+ with this Sample
o,

b))

) P

>\ Temp: 22.5[dC]
Ll

o

a8
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Set up experiment (a

mation)

2. We can choose some experiments which user want to do on Job Parameters

3.

box.
If user want to do another experiment which is not save in available
methods, click_ *“eswm | for another experiments.
Available Methods Job Parameters
¥ Standard A E]
. = == allow printing v | OF &
<l Available Methods
DEPT == project ¥ L
HMBC
HMQC L
HSQC T
NOESY I
Proton T
ROESY
TOCSY =
edited DEPT v
Paolicy [rh ose a scheduling policy |¢]
j Start I[L'Irl -mmm-yyyy] hh:mm[:s m
4| o2 ) = o B | > Submit Job
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Set up experiment (automation)

4. If you want to change the more detail parameters, select experiment name
on Open Jobs list.

) | T s B mm—— !
£ T r'
oo | cabon | cosr | o | | aaaermen |
:%‘;M ; Mp:‘:m v?uﬂw 1
:zDEFT J
Zlelsls) |+ ola
| Comment I
] |n_-j‘r
V Job Name [ s | Q)
storage filename  ${SAMPLE) Proten | 5(SaMPLE)_Proton |Z
g ment placed i result file ]
V Method Name = |
. auto_filter "4 =
V Experiment Name gm0
filtar_limit [s |
force_tune o L
y) | favesboned v 7]
R 0] 2 | B O ooer o stomatcaty > Submit Job
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Set up experiment (

5. We can change some experiments parameters on Job Parameters box.

Open Jobs

[ Sample Name I l Solvent

] Kind | | reparaton] |

%
¥ New Job 1 A |10ETBZ |Chloroform-D | Liquids | TRUE |
! PH
[« T
e ] et s > & e | 9
storage_filename $(SAMPLE)_Proton [ESAM PLE)_Proton | ()
L filename Lneatan : J
1 |Comment placed in result file|
comment [single _pulse J
auto_filter & =
auto_gain Q
filter_limit [a J
force_tune o In
= save_aborted (vl E]
FIEBIE) | @ oo e
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Set up experiment (automation

6. If you first time do this sample, click “Force tune” and “Auto_gain”.

7. If you tick “Deliver data automatically “ 8 ¢ oeiver data automatically

the results on your display.
8. The parameters became red word when changed.

g &/ Deliver data automatically

You can see results on your display.

Data Servers (spectrometer) and your
workstation

, YOU Can see

E [_) Deliver data automatically

You can’ t see results on your display.

Data Servers (spectrometer) only

Open Jobs | sample Name | | Solvent | ] openobs [ sample niame | | Solvent [ ] kind | | Preparation| | Comment [
¥ New Job 1 |A; |10ETBZ |Chloroform-D | | ¥Newlob1 r |L0ETBZ |Chioraform-D | Liquids | TRUE | A
¥ Proton ¥ Proton
Proton 0:02
i
(= ] T
J Header || Instrumes quisi ulse Header | | Acquisition | Pulse 4‘ Add Parameters ol
storage_filename $(SAMPLE)_Proton $(SAMPLE)_Proton storage_filename $(SAMPLE)_Proton Is(sAMPLE)_Proton | z
fenane Comment placed i result file ) [protan |
comment Isinqle_pulse comment lsingleJ) I J
auto_filter (74 auto_filter ¢ =
auto_gain ) auto_gain ()
filter_limit [s filter_limit g J
force_tune Q force_tune Bl
| | saveshorted 7 | ke v (x
ECIRRr T EEB]B] | B o s —
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9. Click[ P swmexb | The experiments are started.

Open Jobs [ Sample Name | l Solvent | l Kind | I Prepariﬁnn| ]
¥ New Job 1 ry |10ETBZ |Chloroform-D | Liquids | TRUE |
¥ Proton r
Proton

-

storage_filename $(SAMPLE) Proton [ {SAMPLE)_Proton

| filename lproton

e
comment lsingle _pulse
auto_filter (74
auto_gain (74
filter_limit [s
force_tune (%]
save_aborted v

|«

10. If you want to stop experiment, Click©

Sample: B

Job: -

%‘ Method: -
O  Action: Idle

Current tuning information for Probe is missing or
incomplete.

}1\
Act!
g
jm
S
=1

e—|_l Solvent | I Kind | IPreparation| I Comment | ID

(E O SN )

M ]
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Open data (1

Case A: You have already connected to spectrometer.
1. Click 7] on Delta Console window.

EEI—T—W File Optians Go (®)Recent < '¢Favarite Files
e va.l. L= [ —
File Options Process View Analyze Tools EData 2 JEI[E_"%}_”Q

- dtrrpcgls E]

Delta MMR Processing and Control Software
v3.0.2 [Windows]

Copyright 1990-2011 by JEOL RESONANCE, Inc.
Instrument control disabled

(=

[« Il iz

File Filter: I* ]

2. Click

download data.
B Filc Bromeet =) ¥ THSATFGZ E]

11B_90s
File Options Go &)Recent +'¢Favorite Files 11B_BG_Smm

1

el

iData Servers Elz”ﬁ};”@ Eg:?ﬁ’riiglr:;?t’lww % ‘51
]

e — — — —— —

12_90z
15M_90s

p dtmpcgls £ 13M_sensitivity
19F

19F_90s

19F _sensitivity
1H_20s
1H_line_shape
1H_sensitivity

SRR

31P_S0s
31P_sensitivity ¥

B I > - ] e

e

1D - 16384c, 256k - [s]- R - 64L - datum @ ECX 400P
Rewision: 28-MAR-2007 14:30:09 [ Creation:28-MAR-2007
14:30:55

[T |

File: Filter: I”‘
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File Options Reports PreTransform Window Transform PostTransformn Display Analyze Tools

——

EINEIEEY

Processing Tools

EIAEIEY SRS EY

abundance

X : seconds : Proton

IR RN KCRRN CRRRS Ry CLREy ERCL) GO Cy Ry Rk KA KCARN CRRKE KRR KRRRT RRREy GO Ly Ct R T
0.1020304050607080¢0910111.2131415 1.6 17 1.8 19 2021

Sample FID

g el 4] (o f @+ [TBE

&% @

I EIE
CIETEEE

|
l

~ Pointer Bar

w-dc_balance( 0, FALSE )
w-sexp( 0.2[Hz], 0.0[s] )
p-trapezoid( 0[%], 0[%], 80[%], 100...
wzerofill( 1) ~
p-fft{ 1, TRUE, TRUE )

machinephase

ppm

X : parts per Million : Proton

L R B B R B B R R N N N R RN R e
12.0 1i.0 10.0 90 8.0 7.0 6.0 5. 4.0 3.0 2.0 1.0 0 -1.0 -2.0
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1. When you open 1D NMR data, you can see “Pointer Bar” .

& o xk] [2r]Ela] [o]s e+ (T)EE Al

: Zoom (Zoom view of data)

am|: Pan View (Pan view of data or slide view)

. Amplitude gain (apply amplitude gain)

@: Select (To select data of geometry)

: Phase correct (To adjust the phase of spectra)

: Copy position (Copy position to paste buffer)

: Peak threshold (Adjust the peak threshold)

: Reference (To set a chemical shift reference axis marker)

: Peak (Peak picking tool)

: Integral (Integral tool)

: Measure (To measure distance between peaks)

: Cursor (make the horizontal and vertical line)

| : Annotation (edit annotation in the geometry)

’ | : Molecule (To display a structural formula and molecular formula in the
geometry )

E1): PiP (Picture in Picture)

=

(=151 B3 Y S 3 R lAd
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1D processor (open process list)

—
rmzlw:i_I NEIEESIE T_J_Jj_i_l
] e B 25 B0 = s | 0 2w |

g

s
e

Open processing list

................................

Bozy s slile TsE  85ley

Apply process_list

S

|

IT i s

0 S0 40 30 20 W @

2. If you want to open process_list, click :
3. When you apply process_list, click| > | .

* ==l for 1H process_list, [x]: for 13C process_list
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1D processor (edit process list)

1. When you want to edit process, you can edit on Processing tool.

Processing Tools

DA
BlE[E]E] EAI

p-dc_balance( 0, FALSE ) £

w-sexp( 1.2[Hz], 0.0[s] )

w-trapezoid( 0[%], 0[%], 90[%], 100...

wfft{ 1, TRUE, TRUE }
ppm

(T

EFAREIE

2. If you click », you can see detail parameters for processing command.
p-dc_balance( 0, FALSE )
wsexp( 1.2[Hz], 0.0[s] )
width [1.2[Hz]] ]
Shift  0.0[s]

- trapezoid{ 0[%], 0[%], 90[%], 100...
»fft( 1, TRUE, TRUE )
ppm

) } 3. When you apply process, click >,
L e 4. If you click[ 2], you can undo your process list.
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1D processor (phase correction

1. When you click #/ (auto phase), the phase of spectrum is adjusted.
2. You can see phase correction values on the left upper in spectrum.

2 sls

Z1H_sensitivity-12.jdf
o =00 = -89.58[deq]
# 01 = 15.44[deg]
10p = 75.68[%]

o -

3. Those values are inputted in Phasing Tool.

o0
-

| @p [?5.6?526324[%] ]
» ) ﬂf:?i 4. If you want to adjust those, you can manipulate with Phasing Tool.
BN 5. When you finish to adjust, click(®>] .
b AN (If you can’t see Phasing Tool, please click /A= on the left. )
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w

1D processor (phase correction

CIick at “Pointer Bar”. (Pointer bar i .Ib ol [els el (T2 (B
on processor window.)
You can see the vertical line on you spectrum.

LH_sensitivity- 16.)df
o0 = [deg]
©1 = O[deg)
wp = 50[%]

TN

When your mouse cursor moves to that line, mouse cursor is changed to <.
In that situation, you can change ¢p with dragging.
%,

SENE

If you want to adjust ¢0 and ¢1, you can manipulate with Phasing Tool.

“—
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1D processor (Zoom process)

on processor wmdow.)

2. You can see your mouse cursor became magnifer.
&5

@
o
=
T
o
ol
=1
o
T

l

DD
i2.0 1i.0 10.0 90 80 70 60 50 40 3.0 20 1.0 0 -1.0 -2.0

3. When you drag any region or the border, the process window zoom will be

changed

@i o 5% @

abundance

L[] l

I e e e e
12.0 11.0 10.0 9.0 8.0 7 60 50 40 3.0 20 10 0 -10 -20

abundance

SR 5% @
E L L Q
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1D processor (Peak thre

1. Click[% at “Pointer Bar”. (Pointer bar is[ ¢ [» (L) 4
on processor window.)
2. You can see your mouse cursor became peak threshold.

B0 SRR oel=10

0.1

abundance
0

3. You could drag the green line or red line, this process influence peak picking
and integral.

asrlals ) (2] A 6o Ey EVVIE RTINSy 68 (Ey
: L '
) R /J\ . : /JJ\ b
o \‘ o3 D
) \ T D Tl o e e e e T C I R e 0 e (N SR S
: : ke | | A A— JAN R
.. Fn \3) TR i U i
N\
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1D processor (Peak picking

File Options Reports PreTransform Window Transform PostTransform Display Analyze Tools

1. When user decide their peak threshold, cIick for auto peak picking

B E PN ETEY N

e e ) 500 = e ) o

Rl (2h]= 4 (o]s]el+] (T]E/a) ) [2r]5]4] (o] s+ (T)2/o)

0.0
|

abundance l

0 100 200 300 400 &

|

10.0 20.0 30.0 40.0 50.0

| abundance

L [ [ e
12.0 11.0 10.0 90 80 70 6.0 50 40 3.0 20 10 0 -10 -20

Progress through Synergy
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1D processor (Peak picking 2) L

1. Click|¢ at “Pointer Bar”. (Pointer bar is(¢) f |&|+

on processor window.)
2. You can see your mouse cursor became peak picking.

=1
n

e

T [ R R U [ [ [ i
8.03 8.02 801 8.0 799 798 797 79 7.95 7.94 793 792 791

abundance

3. Which peak you want to pick, move the mouse cursor to peak and click left
mouse button.

=" = - A R = p=r — Ak Shift
EVIEEN & @8 e7).alk ) O & @4
of of
o= (=
= o:
o= o
M m =
= o:
o= [
: o
2 o X : 7.97484[ppm] 3 g
g g 1:51.78146[abn) s 2
hel o =
c c
2 E a2 E J
§ R e e I e
¥ ~ 8.03 8.02 B8.01 8.0 7.99 7.98 7.97 7.96 7.95 7.94 7.93 7.92 7.91 8.03 8.02 B8.01 8.0 7.99 7.98 7.97 7.96 7.95 7.94 7.93 7.92 7.91
X | |
i i
M~ M~
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1. When user decide their peak threshold, cIick for auto peak integral.

File Options Reports PreTransform Window Transform PostTransform Display Analyze Tools

=] (22 u]a]e]s] (@) =4
LIRSS EFVEIEI R

_ — Al Shift
- = Rolzx]) 2 x]ea) (olsle+ (/2@ G0
Aoak) [2r]=a [oi]e+] T)2/m) &% b G ezl
= =
= w -
@ f
E E =
= D: S
= L
=i ‘ S
o ol
CE 81
qé o:
o o=
e =
. . =]
= N (5]
s 3- g °
R 5 3¢ - E E
o] E ol § - L
B = E Fo J’I“-
5 5 ] 5 A in
3 o : 3 o= .
bl B el T L e L e T L LR e o L L et et et 1t e
SN Ul Ope0- VRS0 VRS O ORISG: OS> ORI O O OJSC. CRSORC 1 O 2 ) 12.0 110 100 90 80 7.0 60 50 40 30 20 1.0 0 -1.0 2.0
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1D processor (Peak integral 2) L

1. Click| ¢ |at “Pointer Bar”. (Pointer bar is| ¢ [(£) ¢+

on processor window.)
2. You can see your mouse cursor became peak picking.
ool HE @y

abundance
10.0
[
|
/____—

...........................................................

BIH Bl)3 BI)Z Bl)l BD 799 793 797 796 795 794 793 792 791

3. Which peak you want to integral, move the mouse cursor to peak and drag
the region by left mouse button.

YL lel+) O B8 alrlalk) olilel+ &5 @
T -

g ‘ d
(=l (=2
M: M E
E - =t §

o I o

@ o3 =

[ I o =

c =t

o) ]

o o

5 5

a 4 "\_ o E

w o L=
.................................................................................................................
804 803 802 801 80 799 798 797 795 795 794 793 792 791 804 803 802 801 GD 799 798 797 795 795 794 793 792 791
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If you can’t see “Options” panel, please clickassies on the left.

Peak Sep. [U[Hz]

]
Int Width [50[Hz] ]
]

Normal ll

X Ref lU.U[ppm] ]

X Start lS.SU[ppm]

]
X Stap |-1.2o[ppm] ]

Peak Sep. : The minimum value between peak and peak for peak picking.
Int Width : The range of integral.

Nomal : Normalize value for integral.

X Ref : the value for calibrating chemical shift.

X start : the right edge of the spectrum.

X Stop : the left edge of the spectrum.
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1D processor (Peak reference) L

1. Click|4 at “Pointer Bar”. (Pointer bar is

on processor window.)
2. You can see your mouse cursor became reference.
alofak) 2 JL@ [ofslol+ 5% Bl

E_x = 0lppm]

abundance

3. Which peak you want to decide reference peak, set the value in X ref on
option bar and move the mouse cursor to peak and click by left mouse button.

EE Chi® el TEE 4% ) : .
aolas) 28 olslel) evay QEIEE 5% @
3= ot 2
o ] D;
97 Options 9-
o Peak Sep. [UEHZ] ] g_
23 X : 7.07484[ppm] i
I:51.78146[abn) |  IntWidth [50[Hz] ] CE
q 5
E’ Normal’]. ] 3 o
] £ o3
- 2 OO 5.
j 2 e - T T e e e
b 4 1 3 xstart@ 9.0 70 50 30 L0 | 10 30 50 7.0 9.0 -1L0
2 E
R T R (R o @
- 7.99 7.98 7.97 S
——
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1. After auto integral, user could see the result about integral.

A shift
EASESESREIAEIES & o Bl
E (=3
- [=}
oz —
o7
T
o=
=
=
D:
=
0
E o
1 A
= o
g =: £ Ele
2 & £ ol &
5 P & J8d.c
| o= o
.IIIIIIIII\III\IIIIII\III\IIIIIDI'IDIl‘DIi\'IiIII1IDI' NN RN RN
12.0 11.0 10.0 9.0 80 7.0 60 50 40 3.0 20 L0 0 -L0 -2.0

2. Click|% ] at “Pointer Bar”. (Pointer bar is[q ] z{E0)
on processor window.) , select the integral and key in the value which user
want to normalized on option bar

= A (2]=la) [o]s]o)+] O® @y
2= 2=
e e T — -
= 5 b = P
O — Ak
o xwerfon i) o
(= [=
S —
S — 3:
' 2 8
(=35 [ (= [
B = = E € g a3 g [
i = o 5] 2 = E @ -
:, 1 -g _J j% -0 g _J =] ILn _ﬁ
{1 8 o 2 ® o o
| 1 | g | ! | | 1 [ TR | ] !
0 1.0 2.0 -3.0 -4.0 5.0 6.0 7. 0 1.0 2.0 3.0 -4.0 5.0 6.0 7.
— —
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1D processor (prepare print)

1. After data process, click alt+f for data file name and alt+shift+c for method.

Al chift
@{ﬂ?lmlkl g v ]=la] [e]slel+] (T]Em) 5o @4
D DCL3 Proton-1-11.jdf>
¥ Congle_pulse—
o: E
g: =
o
=
M-
=
=
™=
- e (8
o 2= 1
g g3 2 |°
5 I
fa] =
M o=
IIIIIIIIIIIIIIIIl I I ' | ' I l' I 1III1IPI1IPI'II
12.0 11.0 10.0 S'D BD ?D E-D 5lJI 4l} 3l} 2l} ]D o0 -1.0 -2.0
— L
& ReBBmES
[t (AT AT T I aTE e Al
[ |
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1D processor (prepare print)

1. Click | For pint data file.

File Options Reports PreTransform Window Transform PostTransform Display Analyze Tools

BIREFHINEIORIRINEIEIE]
) | Bl | =5 B | 50 2 =

2. If user want to print shim parameters, click delta and tick the print
parameters and choose the location

CDCL3_Proton-1-11 jdf
g—dng]r pulse

400
L

300
1

200
I

Excellent ]
. !

L

100

e | mE | ®Rw |

i

170 110 10 90 &0 70 &0 50 40 30 20 10 0 -0 230

7975
L

nnnnnnn

X : parts per Millson - Proton
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1. We can click the carbon experiment icon on Job tab.

N
o | oo |
Available Methods Job Parameters

¥ Standard

cosy B
Carbon r
DEPT == project v v
HMBC
HMQC
HSQC
NOESY
Proton
ROESY
TOCSY
edited DEPT

A
== allow printing v | Off § 3

1L

Policy [Chon:e a scheduling policy

El = &1

Start |[dd-n1n1n|-',fm-] hh:mm{:ss]

+ 0|2 & =@ (> sbmit Job

|

Open Jobs Open Jobs

¥ New Job 1 ¥ New Job 1
¥ Protan
W Fyotot Proton 0:01
1 ¥ Cabon

Carbon 53

¥

ECIRF
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Set up experiment (*3C automation)

If you first time do this sample, click “Force tune” and “Auto_gain”.
If you tick “Deliver data automatically “ [ @ veiiver data automatically

the results on your display.
The parameters became red word when changed.

E &1 Deliver data automatically

You can see results on your display.

Data Servers (spectrometer) and your
workstation

.

, YOU Can see

E [_) Deliver data automatically

You can’ t see results on your display.

Data Servers (spectrometer) only

J Header o Add Parameters l 9
storage_filename $(SAMPLE)_Carbon [&(SAMPLE)_CarbDn $(SAMPLE)_Carbon lS(SAMF’LE)_Carbon J ;
filename [camon ica:bon ‘

¢ comment [single pulse decoupled gated NOE comment lsinqle pulse decoupled gated NOE J
A
sn_ratio [o sn_ratio [a @
auto_filter ¥4 auto_filter 1%
auto_gain ) auto_gain v
filter_limit [s filter_limit 'a ‘
force_tune ) force_tune %)
save_aborted v save_aborted v @
g (] Deliver data automatically g 7] Deliver data automatically [> Submit Job
J
y
&

Progress through Synergy



Set up experiment (*3C automati
1. Click The experiments are started.

Open Jobs sample Name | | solvent | | wind | [ preparation| | Comment N
¥ New Job 1 4] | fesz Chioroform-D | Liquids | TRUE | T
¥ Proton
Proton 0:01 j
¥ New Job 2
¥ Carbon v
Carbon 18 I i
©)
|68
|
| % comment !single pulse decoupled gated NOE J
sn_ratio [o EE]
auto_filter & =
auto_gain vy
filter_limit fs ]
force_tune %)
save_aborted (74 =,
X ]
(2B 2| B oo mimcn o swomit s

2. Wait to collect data.

Starting Experiment
Starting Autogain
=gl Starting Collection

B Gain Valuz Established : 60
Starting Experiment
Starting Collaction
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10.0 !
a B R AT

ExCcEE)

éa. | |
- -

'|'"']""l""l""l""l""l""l""l""I'I"l'I'Il"""'"""'l'""""'""l""l""l""l"'Il""fl""||' e
220.0 210.0 200.0 190.0 180.0 170.0 160.0 150.0 140.0 130.0 120.0 110.0 100.0 90.0 80.0 70.0 60.0 50.0 40.0 30.0 20.0 10.0 0 -10.0 -20.0
X : parts per Million
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2. If tick save_aborted (default parameters), stop experiment, the data file will

be saved in console

storage fiename  S(SAMPLE)_Carbon  [s(saMPLE) Carbon I
filename {carbon ]

b comment |single pulse decoupled gated NOE |
sn_ratio !o ﬁ[;]
auto_filter v -
auto_gain Z
filter_timit s |
force_tune

2
B8 @ veiver data automatically [> Submit Job
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Connection Tools Config Queue

| ii B mm-ECs400 |

1 : Sam]p(:: sz L Starting Collection A
' Owner: delta = 0 Umd: P9 Building Output File : 512 kB
= Meth i - h=0| Sending file to data server
- 50| O Action: Idle N Experiment Completed
- = < Collected: - Post-experiment Default Initialization
Time: - A New Job 2 : CANCELLED
I
Job # l Status l User l Job title [ Scheduling l “:
Iy
il
1dle |
Jobs Ready: 0

(-]l
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Finish experiment

1. Click Jobs| and check the Job tab which is empty.
2. If not empty, click the Job and click|Z| to delete Job.

Starting Collectian -
Building Cutpt File : 512 k8
mﬁemm Brver
ﬂllﬁlﬂiﬂﬂun
I‘llrJnI}!ll.‘AHG_LEI
Open Jobs Sample Nama | | Salvant | tnd | ]napaaﬂm| | 0
| [¥ Hew tob 1 al | BBz Chiaroform-D | Liguids TRUE i
¥ Profon
Proton 0:01
L
¥ Carbon h 4
Carbon 0:33 [l I i -
|_rroen | _coton | _coar | _oer | sappermen |
Available Methods Jab Parameters.
7513613;-] 2 I_ = allow printing ¥ | Off 4 .21
Carhan
3 DEPT L— project ¥ ¥
HMBC
HMQC
HSQC
NOESY
Protan
RDESY
TOCSY
edited DEPT
|
X
: Policy | Choose 2 scheduling policy {l
i LN X e amim[iss] i
a *;'..?l:a‘%.:';mw,,h_ z i)
i EdI= i' ERE (=) t'%]
4 o
’ ‘ - =
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Finish experiment

1. Click |fy==ree| and click verified.
2. Sample will eject

iﬁ 1B nm-ECS400 I

User: delta Starting Collection J
@ 8 owner: defta Building Output File : 512 kB
Sending file to data server
{1y samples | =] | = | 1 : fiew 106 2 S
F B B | o ==
[ No.[a| sample name | | Solvent [ | kind | | shared| | verified| | Emor | | owner | Lastioad [ | |
> 1y e | crorsform 4 vwss ¢ | O | @ | geta Recertly | ﬁ

Jﬁ 1B mm-Ecsq00

@ User: delta Shating Callechan al|
8 owner: dehta Building Dutput File : 512 ki
Sending file to data server
1y samples | E] | = | i R 3002 CANCELLED,
= [ Aptribiste Area Sise
= Sample Control: Load l % Interactiv
I E‘—5"] | o o= I e I [Sample veriied to be in the Sample changer i
Nn.|‘] Sample Name | Salvent | [ Kind | ] Shared \feriﬂed| Emar | Owner | Last Load [ ]
» 1= B Chipraform-D § Laits ¢ | O [ delta Racerntly &

3. Click = to delete sample for next user to use software.

’ S ';'3 ii ﬂ]um-ml
¥ = N Y u User: delta
¥ . _ 8 owner: deia Are you sure you want to delete this Sample? Etz
g ARy : , 2
“‘uamplaauwnmmlpmllam [ves | o |
Altribute Area Sire

\‘ E:|E| lifi] Sample .' Load H E‘-—.-lntaradwa ‘ =

. i |M‘ Sarml Salvart | Kind | Shared |Verifi5d| Emar | Owner I Last Load :J |_.
[ 3 = 2 Chiaraform-D & Liguids § J | " | |d3|ln Racantly "‘I.
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Finish experim

| & JEOL Delta v5.0.2

File Options Process View Analyze Tools

=/9 <

Delta NMR Processing and Contrel Software
v5.0.2 [Windows]

Copyright 1990-2011 by JEOL RESONANCE, Inc.
Instrument contrel disabled

Are you sure you want to exit Delta?
A All Windows Will Be Closed
Unsaved Files May Be Deleted

|
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