HEEEAE MRAERE
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[EBEZiELRIE-NMR 600MHz]
PEESTHRER T
RRRARY - YY) - BRIEEY - BRESSY £BMR - e FER £97

'}*J F A R -

Ji—y
( PR 7 AEEREEEEE
Ty 1 — e (LB - BAEE . ABSERE -0 1H - 13C - 15N - 19F -
27Al ~ 31P &#%%& - & DEPT ~ NOE « X3#EEEHE -
2. THEERT g | AREER - N ERERZARENE - 1 gCOSY -
l |.NOESY - TOCSY ~ ROESY - HETCOR -~ LR-HETCOR ~ gHSQC -
ll. gHMBC ~ HNCO - HNCA - HN(CA)CO - NOESYHSQC £ 5L -

BREE - BEZE 800C RESESSHTERT c BEBASS - LB H20 B4 -
4. 150C UTRIBR TRBAGSR - TMHINRESIER
BEEITHEEMEEE D-solvent 8 - WER Smm NMREd - §E4 4~5cm

[BEZEHEIRE-NMR 400MHz]
T%Eﬂlj]ﬁbfa
BRR2Y zﬂzm - BRICEMSEB 28T -

AIEIEBENIREIR ¢

1. —#X:E BB U BaR8 . Z8588% -1 1H - 13C - DEPT % -
2. THGRE A% EE - SREIZEEZAMERENGEE - 10 gCOSY ~ NOESY -

|. TOCSY ~ ROESY ~ HETCOR - LR- HETCOR - gHSQC - gHMBC % -

3. FBETHEMEETE D-solvent 1 - WWEHR S5Smm NMR B - §EX 4~5cm




[EBE#ZitiRkiE—-NMR 200MHz]
AR TNRER T

RRRAY) ~ #2Y) - BRICENFE B 2N -

AEREZIREIR !

1. —#Est - EBMU% - BER8 - ZBSERS -0 1H - 13C - DEPT % -

2. ZHEYCRE - RIZERY - SR AEZAER YR - 40 0 COSY ~ NOESY -
HETCOR - LR- HETCOR % -

3. BAHAERMAGmZEE - RE - BEANFE WERBFEMNUHKSE I
ERAARERIENRBANEE -

[mABEHREEE(GC-MS)]

AR TNRER T

m/z iFiEEEE 1,000 DU Z IEBEF T #EAT 3% 300°CLL NN\ F Z B EY) KRR
MERITERL ZEMEE  BEASBTEZEILBENIDEE -

ZitEmZEREE .

1. B¥E@AREERESHE : 10-5~10-7M - L HPLC Si6RE R 2 BHER 4R
AEAE(BI : NEE)WE - F2 2ml RRRERESRZE 0.5ml -

2. FAZERRATAMAI - WiEkER H20 - DMF - DMSO 5814385 - 3L
SRARNASERZARIETHE -

3. RPOLAERMEE - mEEEm -

[RAEEHEEE(LC-MS)]
HASTNAER /T

m/z 7 ##E 4,000 LN Z1E - BT/ N\ D FEREY R AR BERTERZ ZEM
A BEASHTEEENLENYSETE -

2EMPEERER/IR IMMGBETHEERE) - T#EERSRAHNAS
BRZATETHE - EMERE IC HBEN  FEREEITRAE - Wigk LC2
EEENIFTRE

3. RPOAERMEE - wHEtEm -




(RAEEH BERITREXEZLE(LC-MS/MS)]

BaRET

g DHBEMTEREE-Impact HD : 5—RANBINEEL R - F_RAERT
B TVE R BUAIZR - MS 1 MS-MS %BEE&%MEEM0,000 FWHM) K & & £ %1
EUNR 2ppm)- B ECA B EMEEREENT RSB B MR B 24t o] 17 LC-
MSMS 24t

WESTNRERS /T

1 RHEQBEZETE  BRIEEEBME ZMR & m

2. ETERESN  WANABRNEETEREZESETE -

3. REEAE KM FEEERT -

4. REERECEMZEMR -

ZmZERSE

1 BEZERMK - KEK - BREEm - - EREEnBERUS FEHETE R -
2. BigtkmzEREHA 10pg/spot - SBAEF EBEBRERm - BRTH -

3. aFENEZEmERE | (LEREMAK : 50pmol DI L - (2)/K& & %mm : 10pmol/

pl - 50pl BLE - @2 EERERA/NR ImM -

4. FARG - oRoERBEERRZRE - DIAER -

5. AP LVERMFIE C-18 ZHBET - MBRHAER - #EEE -
6. RPLAEZHE Y - mEMER

(EEHEE S RN ERRTITENEGE]
[ (MALDI-TOF)]
BERET
B RY(BE S proteins Z¢ peptides) AN ERS - MERWEFHE - F—EK
ZEEFEBATAY  FRAMKLBRRE EE TEEF{E% - EMEA TOF Mass
Analyzer 24 -

e

M BETHEE RS

==
BE
EREDF

:>

H

&%E‘%ﬁj‘?%iﬂﬂﬁ

HD

ZtEmZERESE

LiXAEmA T 2R 2 B R(EERBBEITER) -

2. KR ERHfa-cyano-4-hydroxycinnamic acid (CHCA) &
3. sinapinic acid (SA)Mit& - HEREEFETER -




[RAEER=—ENEERENELE]

[ (LC-tripleQ-MS)]

EREN

KERNREEDTP  FE_ARIUSRNIER 2 FREFBBE—REE  BoEREE=R
MG RETEISEECELERHEN  EMERTS RS T HRR ZINEE
(QED-MS/MS) - It ER Z 5B EU R EERITIEE(H-SRM)IRTE T RIF 7524
HWEINEE AR EBYPBENITATEZE2ZEEY) B EMINEEMELS - B
n/\éhf tBEZBRREEEARN W LIREBESRHEMN _ R ELEH -

THRFTEER -

WS ThRERS /T
1. ESI- I\/IS(QlI\/IS)
2. MRM (Multiple Reaction Monitoring) EZ 717

1. ?%?.EE%T%” r#*?LVE RERUBSRFRMABRNRBRIESE -

2.MRM EEN T, FREEBTEELRHZER

3. ERMEEM DB EL RMRG 2B IZEEHEETERY - BLBEBRFEMERN®
BmttE  WRH LIC HBRIRGEZRER - DIRBEDT -

(B EEREIRNEMEEE S ITRA]

[LTQ-Orbitrap]

BRI ELBE KM ERESNHETE  ERBERKREEHER - ERE-F
RERGIFHRERSE

(REBSERELRE ICP-MS]

ICP-MS 2—BHMEZ RN BAES S ICP BEMNRFEMIFRHEEA K m

A - DR ERRERNS ===SZF’\7FE“E7] AR UREERPEBRUETRREN
AR - B EMBE - RIE - Em - MRSEREBEZITENTRS -




(ER X EREHNE]
B F@misiEEE (Single-crystal X-Ray diffractometer) X 5142 iS22 —1&EF A
X FRRMA D FAEBIRIM - MAER XRD &R, JMERIBENRFUE -
HMmEERNEENBE ARRULASESEFEE  BULTERER 82
RN D FEBMRFHINE -

fEaRTNEE -

1. BESEDFEY MR BYS)EERRRPHRALE -

2. BENRFEEIEMERSEIUMEELR BEERU=EZ[ND FE
BN -

3. ZfEE -l  BESSHEIYARRZE:S -

[ EHNHEEREMEF—Olympus FV1000]
RERASE
1. 2875 405nm ~ 440nm ~ 515nm ~ 559nm ~ 635nm # 5 TR RZEET -
MR E&AE 100 F(HE)
—$REBEERFH(Z DIC RIS IEE)
SBcE SIM laser —32(405 nm)
wHR/NARIEE

ik W

TNBERA AT

EENT

REARRBZEAZEREEIT

IR ICHR IR B 52

HiRmMAICHKIR (photodamage) 87D - olETEYERS RS
BNRRNZEMRIEENF ) R BRI

i

I

ik w N

(4R B =R 2 4- CellAR]
HASFRIER T
1. J& R 573 DAPI, GFP, TRITC, Fura2, Cy5
2. MERMEREAE 100 FOHER)
3. RE/NEARIEEE

TNBEEA AT

1. AMRE T E

2. FR/EAREER  JHREREBARE & 2
3. IMERIBNR Z AR B 2L - (Bl : E58 )




[ E SR EREEMER—Zeiss LSM700]
HESRASE T
1. BB 405nm, 488nm, 555nm, 639nm #£ 5 TR REZEH - H4 T ERZE
57 -
2. MBEERKE 63 FOHR)
3. EFREYE  UZMUBRRFEEEABERE

TNBERA AT

1. —RRENIRMAEIEANE dish #£&
2. ZHNERTBRE

3. KE&ERFE

4. EH - EEDTEE

5. photobleaching - photoconversion E#R2EE 5

[ZEREAZEIENE S 24 ]
HESIREEN

1. R %7 DAPI, FITC, TRITC, TexRed, Cy5
2. MIREREAE 40 5

3. BAE/NEMRIERRE

4 RHEBSREBHERR

IWEEEA T :

1. BRZEEYEG AR A HHAR - KRS

2. TEHEBSRHE HRESN  REBAOREEL 24758 50,000 & well 89
A

3. BAE/NEARIEEE  HEREBARTE G 2

4. HENZ T SEIEEE(Metaxpress F1 MDCStore)

[ [EII&E e EfER-AxioPlan2]

FEFRINRE :

1 —MRAREmEBRERFENRREEHE -
2. —MK R iEmEN RO RHHE -

RS

1. BMIE &4 : Zeiss AxioPlan2 IEXITUEMER -

2. J&R : DAPI, FITC, TRITC, Cy5 -

3. #2588 : BH#% 10x ; ¥#% : 5X, 10X, 20X, 40X, (air); 100X (oil) -

4. Camara : Monocolor camera: ZEISS AxioCam MRm1388*1040P -
Color camera: Imagingsource DFK 23U445




[Z&fRz 4R #ri&-FACSLyric]

AR E - ARRENRARAABHHZNEN - BEEEBCIBRIFRE -
RABREEANOTTE EEHEZRASFIE L - BHEC  ADTRARCE
5 - RROIAEE 12 B0 - oimEAZHERFT K - WEBARZCHERE - £
B KEEERREAKEEHERE EIEBHSERESUENER - BHRA
MAES LA

THEERER :
1. ARERE D HT

2. ARINEERA D
3. AiiREHA

4. ARABT

5. oAt ERE
6. tBREHESEE N  RAEVRETZAHEE

[Z&fR RS EE- FACSMelody]

ATUAIREE (flow cytometery) 23RS 2o sk iR FR_E A ol sl fRAV IR 2 — - BOFAR
MpEARESEECNEFAREER - BERRIAIR D EECell SortenfE 2
BHAEE - MDA EEEHARARER Y - AR BRER R ER AR KRR B
HREE —DRIIBEAAR -

THBERERT :

1. REERMREE  ETRERSR  EFSME I UEBoENEMREE -
2. oI ERRANMRUNERAE 06 ALBE T - ETTEAMM RNA REVEER - BBRSINE -
O ERKRELEMRENEREMMEENR -

3. BEINUEEREERZRINIENIBRESRSS -

(SrRERTVARRE — LSRII]
EERARAE -

KL BERS -

8RR IR KK B -
B 13 82X

OETZEBRAMMT
1. Signaling molecules Z 7347
2. JE#ERRZ Cell Circlye 247
3. Ratiometric Analysis
4. Multi-parameter Immue Cell Funtion
5. RARARNER
6. Quantum dots Z &M




B

(= RAMEMAMTESE 5T E—TissueFAXS Plus]
BRI
1EAMIE 247 . ZEISS Z2 BISTRARMIE -
2.MIRMEE  2.5X ~ 10X ~ 20X ~ 40X (HiR) °
3.BHEAM  MAXERER CCD BERRF -
438581848 - B DAPI - FITC - Cy3 - Cy5 -
5.FEFEEE : TissueFAXS -1 R 832 - TissueQuest
& HistoQuest -2 #TEREE -

FEFRTNRE :
1LBREREAESR - &R -
2ERAFGENKEHEHE  HERARTER
7‘:75'2 BEICZAIE -

ilﬂﬂ@)iiiﬁi"tz CEAN SR - ATSR AR R E

ZETAVIEW®

=EMETRIX

{*Hﬁ%%&mmﬁ%—le
“ﬁ'ﬁﬂﬁﬁ’] CMOS BEHRHKBNBERIRE - BE - M AR TE A
) (Brownian motion) FIf&EXE& (Micro-electrophoresis) - o] 452K A /)N »
%ENHE%FE « Zeta Potential £&:f -

FEFRTNEE :

DIERKF KRN~ BE - Zeta Potential
2. UTT M ESCAR I ERKIF K/ ~ JRE ~ Zeta Potential
3. A AR KNI F7A Bionanoparticles + F-labeled bioNP - Liposomes +
Micelles ~ Drug delivery ~ Protein agglomeration Virus like particles (VLP) ~ Virus
samples / Viral titer - Extracellular vesicles (EV) » Emulsions Polymers -

Nanometals ~ Nanobubbles ~ Irregular particles ~ Quantum dots

BIOHAZARD

02

LEVEL 2

(ML EE _REM=E-BSL-2]
BEHEREAMRAE— U LZERFEYREEMN ZERRE - Wik Wild-Type
Bacteria ~ Wild-Type Virus » Recombinant Virus $& 5 EEZE B#ET

B :
1. SEREEOM -

2. ERIKAE -

3. BITTEEMER -

4. MRIEER -

5.Class Il 2z A2E B2 Z4MZEHE -




E

(S REAERMED T 24-CODEX]

EERE

"CODEX %#% . MBBRHMNBZEMFIES Barcodes HEREMKNEL - 8
Barcodes U ES Mol BiENIR AR £ - HZ ol —RERZE 40 ZEAHBR
YRR R DT - WEEB BT —MARAVII - B R SRR —REBEZNERRTH
5 4-6 8 - TTEHILRKIMTAEE N =8 - CODEX Z 48 0l 12 Bt A K I B B 1R S I 2 iE
B &2 0T  RERBFMRAY LAPMRENRE - MRESEERNZZMA
feiRie N ol 2B R DR BRI AL B RS - e —RRIARERZE 10
ZENAR  AAENTRETEZ  SRNERRERE  OFRERIRRIET
BRABCSIRIEBS -

THREFER :

1 AEECHEBESNBESHELRR K 20X WiE - UIERERA 4 BEHXER (AF48S,
ATTOS550, AF750, Cy5) -

2. BEBB#MEZREANFES  BESRE 1R - BREN  BEEE LM
2BV ANEEIEMERYE -

3. Multiplex Analysis Viewer (MAV) 2 #T S ES TETT G ERMHE - £EE KR -
AR EIFNTRLE  TRERKZENRF  EMEELURCHNOEER - RHETENES
ZEE -

4. E—FRigke - OJESEBREE6 40 BU LR EAE -

5. BRERA#SEI R - AEREETI RO - BRAREREE  ABIREESE1E
TEM . OS5 HET HAE 6 -

(EEERZLERZE]
HASIRIER T

1LERE_HEX  MRERESEMAN FEEE ERB LLUMEMRERNTUR
F - OB RERERERNERN -
2E0ERE  FA Trypsin BRYIEIRMEREBEBEMZ R BRMIK - BEAS
B EREETERES NIRRT -
3.Typhoon 9410 &)¢iFH#iE : BEE—EESFHEIEIR(488,532 # 633 nm) - &7
HEXKBR - WA EEER - BRARZES - WAMEEDT -




(FEBREZEMEEEERE]

(kST

1. BUERER . ITEUBUSTEREER BEASFESEERRNERER -
2EMZRNDRIRERE : 218 foil B - ARV EmZRER - BRSERE
M -

3. BRNDTEE : BEBRMNEBEBEER EEGmERE 1~2 DERT T

o

4 BREERFTK BEARFE 1~2 ul EEETER -

5. ZBIERL T B EREMmOTEREARRIESTK ARV SEERR
-

THBERERT :

DNA @Bl : 571t gDNA/FFPE DNA TEE - 1 A EMRIR 2R 55 H
gDNA HIS/Z (82 FFPE )-

RNA mERH  I#RHEEEH RNA mBHFIE - 21 Gold standard RIN ~ A5
gDNA 5FF8

[BM{ER SBER B2 %4-DIGITAL PCR]
EER TR
1. MEERM O FRE PCR MG E SRR FHREENFE - URERSHERE
AIRIRE -
2. BBEUREN D E FER R REMREEDBIEEIM IR MR AER real-
time PCR WigHEE REHE -
3. FARmMEEIEAIESHES 0.001% -
4. OJEIRFERMTE = SRS FAM R VIC -
5. mEREMAETERBHES N -
6. —ROUZBE717 96 E%m -
THEEFER :
ERBHEEDH - EEE B (copy numbern)&E D17
BEREREWA - $H¥ NGS AilnixmBEFEI S EIRENER - REEREER

(BB SBRE ST %4-DIGITAL PCR]
BEREN
BRAGUI WS R ERRst  ERRESLL . RAREYLE  JERTHRERE
Figfl - REREFRRLIE 30 DEAREEME 600 bp EFER - REERE
I ol7E 60 DEAESSmER 700 bp EFER
THREFER :
XER DM Sequencing analysis : OIEBEE@EREE 600 bp Bl E(HRIERET) L
700 bp M E(1R#EE) -
Xk B2 Fragmentanalysis : BEZZERNRFEE A - MYk - $EY
M#EE - SNP g8 -




[ REBERRE]D EEHH %4 Real-time PCR 75001
BERRME
ofER 5 &K% - 82 7F FAM/SYBR (520 nm) - VIC/JOE (550 nm)
TAMRA/NED/Cy3 (580 nm) ~ ROX/TAXAS RED (610 nm) * CY5 (650 nm) «
BIFERFFARE WINIO - LD ATEEE
FRE 23R -

(BN N E S EIE S #T 248 QuantStudio 5]

EERm
& 6 EEERYCH 6 EEEO R R A —RERPURRKBNZBECRAS -

BRARZE qPCR EDHT (Multiplex gPCR) - &2 IEMEMN EHNEREE - &
2 TagMan® #R&t & SYBR® Green D %3t E - FE1F%E 96 fL R EE A 7T A BN
ZHEE PCR RFEAZR 30 7788 -

BREE

SROTEE  AEMN 96 UARAREME D THEREERFBREN TES - KRIb
ol UEA) EREE -

R BRI © Veriflex block & 1fife it 3 5 6 EBUNERER - OJERFETS
EEER - IRHRRNRERR - EERE 30 DEATHA -

*EYE  OE—RIGETRETSEREE -

M RE R O[5 4R ¢ OptiFlex #ifi#] LED BXOLUETRAHEFNEE
WEE - MR ERE - TESEREPUUENRERSE/NE 15 BHER 0B
FEAEE 10 NEMEREHE -

B EBNEEE  OREREEBIET PCR RERE  WESBIHEBEHREMT
SEEIARIBES - HEAMABENI qPCR il - BEEIRINEE - OJMEREEE T
% -

eI ENR  ERNBIEERESBIIINEE - 122 PIN RENERZREUR
R #E/RNases P I8




[#85ERk 0\ Optima XPN Ultracentrifuge]
BREE
*15 TERENRRERER  BENEES B2 - BAPXRENE - o/EESD
X/:=X - EHEE - BE -
* BENEBRTIFEE : BAR 180-264 RERXRENEEEEHE  NEREH
AEHEANTEEEEER BeRERABMSIENEREER  REERSVE
-
*OEET T REREN BERERETFEREIE  UABEFRRENEFIEE
RRUEREFEEASHRENB ZANLZEE - B RENSFRIEER
B ERNERE -
*OERINETE  URBFHNBROERREEES Y  EERERNEET FNESE
Bl BEUEREREYROMEETEREEZ -
> BIREEMAE : BSCHEBNER KEARE - ot EMZEBREBE - £
EEENTS GMP/GLP Z%
** TNEERARY eXPert BEOEREAHEE : BIOEXRERTECEBR LBIEREE
hee TR ERAIBCEERAMUHEERNERRKE B LIFNE,; UM E
EETE R ER -
* SNERE  RABERERS  BEEBEPELNEREEZFHTLEEPHF
R - Z3EENER ;
BRORET DD EGHE R EERNERIER  SRIENAEES/)\R 60W - 8E
FEmMOENE 33%RIBEIRIEFE -
> EEZE  IRABRNRET E—P BRI RAMBES - BHERTERREX .
WOHIRNESE - IBE/)\R 51 2E(A) -

[ EEfREE R LiRE OPEN SPR]
OIENREHEN D FENEEIER - RABEAERSHECEEARCYRIN
By - LSPR BBEEK K - AE/EMNRFGEESH FHEEREN ; B,
o EEAHEE  EMHE0 FHEEERITESEH HEMHAR -

WAL

1 RihpFEEYENHE (ka ~ kd M KD)EEAVRITE ;

2 - MENIRRAERE

3. NMERE-E0E &E0-MK - E8-%K - EANEY D FURZE-ZEE
BHEEIEHN ;

4  BEEREBETRAZEQMES -

ERAEGR  AFEERBNRENRE REENEY D FRAREFR 42
NROESEREE -

u
oEr




[ BENMEEMRS FIFaC &4t 10X]
10x Genomics B Chromium™ & 4l i iR 75 2518 17t A8 152 il B 73 IR B AN 2 1l &=
MEMNBAIM LEARGES  BIRERREL T AR B SR EREFUREA
ZHEBEEMARNREELZS -

BEREE
1. XESRREGMRELETBENZZHM (barcode) ZBERIKLIEHR A D BEE
TE-MRERTZEMERL -

BESBEN - SREBIERZIEE 80,000 EAMR - SXRATHRZIRF LKk 8

@HQT AR EI E RIE DI ZE 65% () £

SUE . FH#E - BRPITOR 20 2 EASTHKE RS B -

5. ZERMY :

5-1 B ARHEETARER TEEMRTERE RRERL REHEGEH
T (ATAC) ~ BAMRRBREREESI(CNY) -

5-2 Ok &R ENRRRETARRERFERE D -

6. 2VBEA 70 BEM ERBHIRRK kB (barcode) ETAIMIAREC -

7. ZBA UMI(Unique molecular identifiers)ig 7% *ﬁﬁﬁﬁf

8. TRHIMAFZATEAMNSBREERTERIE - SeETHREBCHNDITELLE
RARE AR D BB -

RS EIEE GentleMACS]

BERFE

BEREREFREM AR ARHCBESS  BEASAET  TEHLLTHRAHE
miAEEE - BESNEARRSREEN  RARFUETERESENRERN - F15
NEoTENTIS - HERE R FERERR S U O RER iﬂmﬁﬂ?ﬁ@ﬁh&%ﬁﬁé/\é
R ZERERR S RERE AN SR I RREERGEREEMEERER—
MRBMELSTIFRE  —HTERERRADTR  5—FHE - EHJEEEEE&EJZEZ
MO RERFELZE, URBASEREBEARBRTEAR MR 8 - 2
WRIEE ; Mo ARAEEmIRESEARS - ENZMNEERE - JHRES
QEBE’J&F””HEH’@%"‘AQHMR EAEY - BEA)\([EEBE o B RIFERR AR
AR  SREEBERETTEMN  MoBRMAFTNERES N —EF -




[ 48AaRL S & ECM 2001 Hybridoma system]
ECM-2001+ "2 IhaetiE - BEBEERERRIMEH L - o TEFARAMMESS

= EA
i

BaREE
BREFARAMMMESINE 0 ETERMR  BBNTARMS 2R - BTk
REE - IRERENE - AR ATETEY)(trypsinization) - BIO]E#ETEF A ER

EaREA
MEE - 2B BYREEERS
Miagta - EARERARRS ERRAEYEA

ot

(ELzEEIEZREESE NX-500]

EERANE

(1) ZIKEARBFERE (REDERRIERNER

() =BEEamFE ; = aEESER - MTwee  HHAR

EERR R

(1) BREDM : 18R 120 tests/hr M E - EE@ O 128 tests/hr WA L - EfRE
1380 1 minute/3 tests(Na+, K+, Cl-){ & - WolERF2 4 31 @B

(2 VLEwieE  EF 10 pl /test LIF

(3) mEETEE - 1M - M - MB - RA

(4) ZBEINEE : a. BEVRMAEAGEE - b. A OBEEEEEASIKREEHY
(5) %EINEE . BERESR G

INGENUITY

‘ PATHWAY ANALYSIS

[EVBEITIREEERE IPA]

Ingenuity Pathway Analysis (IPA)SERIHR FRNB&RTE - EREERNEYE
BAOWMBERBEERNE  BATZERERRANBMEEBERA IPA RIEHE
HieE2 ERERE - ZYFEE - RKRER MBS ERERESMREZOTER
BTHR ZSECHPASHABBERENAMZHT L - 0 Nature ~ Cancer
Research ~ PNAS % - iR AS0ILIFERFER IPA #ZEREEZE S KB AE omics
ERFANERER EMBBERZATIEN S FRNEHE G  ARRESNZER
BRBIERBAERANT#E -




( SEEERIEEMN 7 1rEES Partek Flow Lab.]

Partek Flow EF31 NGS SREEIER BN S DHTEES - <18 RNA-seq - single-
cell RNA-seq - DNA-seq * ATAC seq * ChIP seq * Metagenomic Seq + i ¥#5%
BERNORE (Al BWA, Bowtie, STAR, TopHat %) KA FHEEL (] T-test,
Anova %) - BIEER T E (B Chromosome View * Dot Plot * Volcano Plot -
Hierarchical clustering &)U KEBEBXAWOITRERET - EERRENMREME
FEREAESHRETREEIN -

Partek Flow <& %7 single-cell RNA expression X247 - o] 7 BB EEREA
EAIfRS R RNA RIFE - TWEHERREAMRE P (subgroup) BERIFENEE - Hp
Trajectory Analysis ThEER AR AMMBHKIBERNRESRIBAZ B AN 16
My AR AYE(EBAE - DI DEE R AR MmO RO AR ( INERARRE ) R EBRVAR

BT -

/i

[ 52 F15E5E 2 rERE Discovery Studio (DS) ]

Discovery Studio 2 —EZINRE 2 EBETERIERES - ol BRARAK/N\D FEZEmmaRET -
FENREERE ¢
1LEEREFBEBZFY - REFRIWEMIEE - HAEREZINEE -
2EBNENZE  MREEREZER B FREZEENSTAERE -
3REBEIREREZ 3D #1E - REMETEEREREABZERE -
AFEBRRRERZFIEEAEBAR  THREREREZIEHESE  WETYEEL

ZH e
SAHEREREEN  RETMEYNEZEY 2 EE  BELBRENZEY) -

&
6.0 i/ NEEY) 1 FEIZRERE M S0 TEI R - T MRS EUE - DI EITEY S S alRE
M7 SREFE -
73R NEY S FRRI - 21~ 38 Bt RBESHY -
BIAIERMERASNID -




