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PubMed: 
Search query: single cell sequencing
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Gene Expression Omnibus
GEO(GSExxxx)

ArrayExpress
(E-MTABxxxx)

Other
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cell1 cell2 cell3

geneA 0 0 0 …

geneB 1 0 1 …

geneC 0 1 12 …

cell1 cell2 cell3

geneA 0 0 0 …

geneB 1 0 1 …

geneC 0 1 12 …

自己已經有single-cell 
RNA-sequencing data

自己還沒有single-cell 
RNA-sequencing data
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自己已經有
single-cell RNA-
sequencing data

自己還沒有
single-cell RNA-
sequencing data
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.fastq

Gene-cell matrix, Cell type, tSNE / UMAP 

Single cell RNA sequence data

Ex 1:
sample1_S16_L001_R1_001.fastq.gz
sample1_S16_L001_R2_001.fastq.gz

Ex 3:
GSExxxx_normalized_counts.txt

Ex 4:
GSExxxx_normalized_log2TPM_matrix.rds
GSExxxx_cell_annotation.txt.gz

Ex 5:
ALL_cells.Rdata / ALL_cells.rda /ALL_cells.rds 

Ex 2:
pt1.barcodes.txt.gz 
pt1.genes.txt.gz
pt1. matrix.mtx.gz

pt2.barcodes.txt.gz 
pt2.genes.txt.gz
pt2.matrix.mtx.gz
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Ex 1:
sample1_S16_L001_R1_001.fastq.gz
sample1_S16_L001_R2_001.fastq.gz

Ex 2:
pt1.barcodes.txt.gz 
pt1.genes.txt.gz  (pt1.feature.txt.gz)
pt1. matrix.mtx.gz

Ex 3:
GSExxxx_normalized_counts.txt

Ex 4:
GSExxxx_normalized_log2TPM_matrix.rds
GSExxxx_cell_annotation.txt.gz

Ex 5:
ALL_cells.Rdata / ALL_cells.rda /ALL_cells.rds ?



.fastq X

Gene-cell matrix X

Gene-cell matrix + Cell type O
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Violin plot                 Box plot                                       Dot plot

(Nat Commun. 2020, Fig. 1d, Fig. 2e, Fig. 2f)



.fastq X

Gene-cell matrix X

Gene-cell matrix + Cell type X

Gene-cell matrix + Cell type+
tSNE / UMAP information

O
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Feature plot

(Nat Commun. 2020, Fig. 2)
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TCGA LUAD  (Xena)

(Nat Commun. 2020, Fig. 1,     GSE131907)



11GSE131907, tLung+nLung



12GSE131907, tLung+nLung
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