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Summary  Graphical Summary  Pathways  Upstream Analysis  Diseases & Functions ~ Regulator Effects ~ Networks  Lists  Analysis Match  Molecules

Evaluate Metadata View As Heatmap View Comparison Customize Table = [1 [ z-sC... 54.42 - 33.52 (1/539) v @ o

Analysis ... T Pro... ® X case.... T % E‘;::a;e'.;....."V' '>2_ compar... T X comparisoncontrast ARSI R G 57 x Sorted by oﬁginal
86- NA [heart] NA MouseDise... NA Ehsan E CellType1 vs. Ce... CellDescription => heart epithelial cell vs cecum epithelial cell vm 5099 45.83 &M 54.42 :!5& overall z-score

828- normal contr MouseDise... normal control Eﬁml heart 5 Other Compariso... ExperimentGroup => fetal heart E11.5 vs fetal brain E11.5 62.02 56.57 46.90 W 54.12 :‘948 match

11- normal contro HumanDise... normal control & skin <—: CelType1 vs. Ce... CellType => iPSC-derived cardiomyocyte vs induced pluripotent stem cell (PSC) 5547 6164 4472 44.72: 51.64 3088

4- psoriasis [skin] HumanDise... psoriasis Eskh 4—5 Tissue1 vs. Tissu... TissueRegion => back vs arm 5547 5292 3317 50,515 49.53 ?630

150- normal contr RatDisease  normal control  heart * Tissuelvs. Tissu... Tissue:Age{weeks] => 21 -> heart vs testis 5547 4583 5000 45.83:4928 3466 Matches to analyses
30- normal contro Human Tiss... normal control ~ & heart atria % Other Compariso... TissueDetail GTEx => Heart - Atrial Appendage vs Others 6202 4690 37.42 50.00 49.08 B0.12 from many tissue
1856- normal com MouseDise... normal control  ; pancreas <—: Other Compariso... Tissue:Age|months] => pancreas -> 27 vs 24 6202 4472 4243 46.!: 49.02 :ﬁw types, such as skin and
132- normal contr RatDisease  normal control Ehoan s Tissue1 vs. Tissu... Tissue:Age{weeks] => 104 -> heart vs testis 5 47“ 48.66 ;3550 pancreas

13- yxoid s On id tissue % Disease1 vs. Dis... ExperimentGroup => fibromyxoid sarcoma vs Castieman disease folicular dend... 40.007 47.42 $17.08

31- normal contro Human Tiss... normal control left vsmri:lq. Other Compariso... TissueDetail_GTEx => Heart - Left Ventricle vs Others Aswz_ﬁ.gg__ks 94

ary ary Up Analysis  Diseases & Functions  Regulator Effects = Networks  Lists  Analysis Match  Molecules

Evaluate Metadata View As Heatmap View Comparison Customize Table 8 B DM (... 52.1226215454257... (1/539) v @ (2]
Analysis ... T Pro.. ® X case.... T ><'.<:a,a;e(.7’.3 compar... T X comparisoncontrast TXITX TX ¥X VX T ";" X3
3- normal control | MouseDise... normal control  hindlimb muscle? CellType1 vs. Ce... SampleDescription => primary ifferentiated for 1 day vs embryonk 4690 3317 3000 27.52 15212
2- normal control | MouseDise... normal control * hindiimb muscle? CellType1 vs. Ce... SampleDescription => primary myoblasts passage zero vs embryonic stem cell 4359 4123 4000 31.21:51.80 Sorted by new DM
5- normal control | MouseDise... normal control  + hindimb muscle? CellType1 vs. Ce... SampleDescription => primary ifferentiated for 4 days vs embryonic... 4426 “dataset match”
1- normal control | MouseDise... normal control E hindlimb muacleE CelType1 vs. Ce... SampleDescription => primary myoblasts in proliferation passage 8-10 vs embr... 4359 31.62 column
828- normal contr MouseDise... normal control  : fetal heart + Other Compariso... ExperimentGroup => fetal heart E11.5 vs fetal brain E11.5 6202 5657 46.90
6~ normal control MouseDise... normal control Equsdrk:eos bm; Other Compariso... SampleDescription => quadriceps muscle vs embryonic stem cell 28.40 Results are more strictly
4- normal control MouseDise... normal control E hindlimb muscles CellType1 vs. Ce... SampleDescription => primary myotubes differentiated for 2 days vs embryonic... 55.47 39.62 heart or mUSC'e Ce“s Vs
11- normal contro MouseDise... normal control Eanbryo 4—: CellType1 vs. Ce... CellType => ESC-derived NPC vs embryonic stem cell (ESC) 3742 3162 embryonic oells
843- normal contr MouseDise... normal control 1 fetal heart :+ Other Compariso... ExperimentGroup => fetal heart E12.5 vs fetal brain E12.5 5568 45.83
988- normal contr RatDisease  normal control 3 fetalheart i Other Compariso.... ExperimentGroup => fetal heart E11 vs fetal brain E11 5568 3873
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Frenfe$t A B3t B > 2 (Dataset Matching) i # i * *00 ] A TR S > 2 TR E DA FETE
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Sumi Graphical Summ: Pathways Upstream Analysis Diseases & Functions Regulator Effects Networks Lists Analysis Match Molecules
el ' Y egul

Evaluate Metadata View As Heatmap View Comparison Customize Table [, & DM (.. 89.4427190999915... (1/25) ® o
Analysis Name T Project T X casedise.. 7 ¥ casetissue T X comparis.. T ¥ comparisoncontrast TX .. TX Y., TXg, TXp, TX 2 TX |
5- normal control [hindlimb m MouseDisease nermal control hindlimb muscle CellType vs. Celll... SampleDescription => primary myotubes differentiated for 4 days vs embr...

3- normal control (hindimb m. MouseDisease normal control hindlimb muscle CellType1 vs. Celll... SampleDescription => primary myotubes differentiated for 1 day vs embry...

4- normal control [hindlimb m MouseDisease normal control hindlimb muscle CellType1 vs. CellT... SampleDescription => primary myotubes differentiated for 2 days vs embr...

2- normal control [hindiimb m MouseDisease normal control hindlimb muscle CellType1 vs. Celll... SampleDescription => primary myoblasts passage zero vs embryonic ste...

868- normal control [tibiakis an MouseDisease normal control tibialis anterior Tissuel vs. Tissue2  Age[mor => 12 > tibial or vs pancreas

11- normal control [embryo] n MouseDisease normal control embryo CellTypel vs. Celll... CellType => ESC-derived NPC vs embryonic stem cell (ESC)

1- normal control [embryo] dif HumanDisease normal control embryo CellType vs. Celll... DifferentiationStage => embryoid body vs embrycnic stem cell (ESC)

1- normal control [hindimb m MouseDisease normal control hindlimb muscle CellType? vs. Celll... SampleDescription => primary myoblasts in proliferation passage 8-10vs ...

7- normal control [umbilical cc HumanDisease normal control umbilical cord CellType1 vs. Celll... ExperimentGroup:CellType => normal control mother -> syncytiolrophoblas... 7071
39- normal control [heart] NA : MouseDisease normal control heart Tissuel vs. Tissue2  SubjectTreatmentTissue => metformin hydrochloride -> heart vs brain 7071
&- normal control [quadriceps MouseDisease normal control quadriceps femoris ... Other Comparisons  SampleDescription => quadriceps muscle vs embryonic stem cel 7071
4- normal control [embryo] dif HumanDisease normal control embryo CellType1 vs. Celll... CelDescription => multinucieated myotubes vs OCT4:EGFP+ ambryonic st... 7071
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Expression Analysis - Simvastatin HUVEC GSEB5799 - 903 genes AM
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Summary  Graphical Summary  Pathways  Upstream Analysis  Diseases & Functions  Regulator Effects  Networks  Lists  Analysis Match ~ Molecules
Canonical Pathways My Pathways ML Disease Pathways
Customize Chart  Horizontal Bar Chart v o R O (2]
M positive z-score | | z-score=0 [l negalive z-score 1 no actiity pattem avalable
-log(p-value)
00 02 04 06 08 10 12 14 16 18 20 22 24 26 28 80 32 34 56 38 40 42 44 46 48 50 52 54 56 58 60
Severe sepsis
Hypatension
Dyspnea
Fatty lesion
Microangiopathy
Hypertension
Failure of kney
Congestive heart failure
Hypoplasia
A
8 molecule(s) associated with Severe sepsis [Ratio: 8/19 (0.421)] [z-score: NaN] [p-value: 1.74E-08] Open Pathway
Add To My Pathway Add To My List Create Dataset Customize Table ~ E@ = £} | |Expand
/  Symbol Entrez Gen... * Identifier * Measurement + Add/Remove column(s) Expected  * Location * Type(s) X Biomarker ... * Drug(s) =
Ensembl * Exprlog.. * Exprp-value ® Exprp-value X Exprinten.. * Exprinten.. X ExprOther X
ADRA1B adrencceptor aiph: ENSGO0000170214 +-2.731 1.50E-04 5.98E-04 3317 19.840 +1.000 Plasma Membrane  G-protein coupe... acetamin.....all 105
ADRA1D adrenoceptor alph: ENSGO0000171873 4-2.418 23715 224E-14 20811 100.796 +1.000 Plasma Membrane G-protein couple.. acetamin.....all 101
ADRAZA adrencceptor alph: ENSGO0000150594 +-5.820 724605 287E-04 0.184 9.382 +1.000 Plasma Membrane G-protein coupe... acetamino......al B4
AGTR1 angiotensin Il recer. ENSGO0D00144891 +5.412 4.09E-04 1.436-03 8.698 0184 +1.000 Plasma Membrane  G-protein couple... alskiren/y.....al 32
CHMP4C charged multivesici ENSGO0000184695 12.332 2.30E-03 7.08E-03 16.701 2.989 +1.000 + Up Cytoplasm other
INSR insuinreceptor  ENSGO0000171108 +2.639 7.86E-227 1.56E-224 4834.644 708.021 +1.000 Plasma Membrane kinase prognosis ..al1 ABDP,al.....al 49
PDGFC platelet derived grc ENSGO0000145431 +-1.960 1.69E-130 1.44E-128 436615 1530.177 +1.000 + Down Extracelllar Space  growth factor
PSMBS proteasome 205 51 ENSGO0000240068 13.457 1.65E-08 9.89E-08 40675 3338 +1.000 + Down Cytoplasm peptdase carfizom,.....all 4
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| Ingenuity Canonical Pathways
~ || Signaling Pathways
~ || Cytokine Signaling
__| Prolactin Signaling
Intracellular and Second Messenger Signaling
Actin Nucleation by ARP-WASP Complex
Neurotransmitters and Other Nervous System Signaling

Regulation of Actin-based Motility by Rho
~ [ Organismal Growth and Development
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FRR

S EX Y]
+ Acetylcholine Receptor Signaling Pathway
Adrenergic Receptor Signaling Pathway (Enhanced)
Cachexia Signaling Pathway
GABAergic Receptor Signaling Pathway (Enhanced)
Glutaminergic Receptor Signaling Pathway (Enhanced)
[SGylation Signaling Pathway
Microautophagy Signaling Pathway
NFKBIE Signaling Pathway
Orexin Signaling Pathway
Sertoli Cell Germ Cell Junction Signaling Pathway (Enhanced)

(A2 B
IL-17A Signaling in Fibroblasts
Sertoli Cell-Sertoli Cell Junction Signaling
TR/RXR Activation

FTHATIE 400,000 B ATE R (@ IPA FRE TR AEATE 1260 § 1)
>29,000 protein-protein interaction findings from BioGrid

>407,000 cancer mutation findings from ClinVar

>1,800 target-to-disease findings from ClinicalTrials.gov

>1,700 drug-to-disease findings from ClinicalTrials.gov

>800 Gene Ontology findings

>220 mappable chemicals

> 3,800 Lipid Maps IDs
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#75 OmicSoft FHEPN 4o » F] 2023 & 77 » %3 141,323 BAFZEFTHE (G

5,689 & )

Land Repository Datasets Q1 2023 Datasets Q2 2023 Increase
HumanDisease 32,680 33,672 992
Diseaseland MemElsenne 25,070 25,253 183
RatDisease 8,226 8,226
LINCS 28,234 28,234
OncoHuman (Formerly OncoGEO) 15,147 17,125 1,978
OncoMouse 1,054 1,054
TCGA 4,438 4,438
OncolLand MetastaticCancer 81 81
Hematology 4,267 4,267
Pediatrics 444 444
ENCODE RNA Binding 486 486
SingleCellHuman 194 194
SingleCellHumanUmi 8,636 11,049 2,413
: SingleCellHumanUmiLite 603 603
Sl ] SingleCellHumanHCL 1476 1,469 =]
SingleCellMouse 81 81
SingleCellMouseUmi 3,097 3,220 123
SingleCellMouseUmiLite 115 115
Normal Cells and Tissues Human Tissues (GTEXx) 1,312 1,312

OmicSoft F# # 3% Land $] 4 ffF% (3] 2023 # 7 1)

DiseaseLand

HumanDisease (33,672)

+ 706 diseases

+ 386 tissues

+ 11,081 RNA-seq datasets

MouseDisease (25,253)

+ 421 diseases

* 310 tissues

+ 13,514 RNA-seq datasets

RatDisease (8,226)

+ 71diseases

* 104 tissues

+ 1,957 RNA-seq datasets

LINCS (28,234)

+ 23 celllines

+ 374 chemical treatments or
gene overexpression

+ 226 different targets (or
groups of target genes)

OncolLand

OncoHuman (17,125)

« 272 cancer types

+ 124 tissues

+ 6,123 RNA-seq datasets

TCGA (4,438)

+ 33 cancer types

+ 27 tissues

+ 366 different mut. statuses / clinical
signs

OncoMouse (1,054)

+ 49 cancer types

+ 37 tissues

+ 351 RNA-seq datasets

Hematology (4,267)

+ 66 cancer types

+ 20 tissue types

+ 99 cell types

+ 1,148 RNA-seq datasets

Pediatrics (444)

+ 47 cancers
+ 23tissues

Metastatic Cancer (81)
« 27 cancer types
+ 18 tissues

ENCODE RNA Binding (486)
+ 2celllines
+ 261 shRNA treatments

Mouse Single Cell Land

SingleCellMouse (81)
« 143 cluster cell types
« 7diseases

+ 15tissues

+ 8 projects

SingleCellMouseUmi (3,220)
* 320 cluster cell types

« 38diseases

* 176 tissues

* 51 projects

SingleCellTypeUmiLite (115)

= 14 cluster cell types

* (normal tissues, non diseased)
* Qtissues

« 1 project

‘ Human Single Cell Land

SingleCellHuman (194)
+ 67 cluster cell types

+ 23 diseases

+ 22tissues

+ 24 projects

SingleCellHumanUmi (11,049)
+ 552 cluster cell types

+ 215diseases

+ 301 tissues

+ 193 projects

SingleCellHumanUmiLite (603)

+ 175 cluster cell types

+ 1disease

+ 28 tissues

+ 3 projects (includes Tabula Sapiens)

SingleCellHumanHCL (1,470)
+ 187 cluster cell types
« bb6tissues

Normal Cells & Tissues

GTEx (1,312)
+ 52tissues
+ Comparisons of
« Age and gender
« Single tissue vs others
* Subtissues in same tissue
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Source name

Latest version number, download date, or
Knowledge Base import date

An Open Access Database of Genome-wide Association Results

February 2009

APPRIS

human, refseq: rs109_v46 (February 22, 2022)
human, ensembl: GRCh38 (February 21, 2023)
mouse, refseq: rs106v29  (February 22, 2022)
mouse, ensembl: GRCm39 (February 21, 2023)

BIND December-2008

BioGRID Version 4.4.220, April 11, 2023
Chemical Carcinogenesis Research Information System (CCRIS) October 2006

Clinical Trials April 19,2023

ClinGen January 12,2023

ClinVar May 8, 2023

Cognia October 11, 2007

Conserved Domain Database Version 3.2, September 20, 2022
COSMIC Version 97

DIP October 14, 2008

DrugBank April 27,2016

Entrez Gene

February 22, 2022

Ensembl Release 109; February 21, 2023
Entrez Gene/RefSeq February 20, 2023

Gene Ontology (GO) April 24,2023

GVK Biosciences September 31,2017

Hazardous Substances Data Bank (HSDB) April 2007

HUGO Gene Nomenclature Committee ([HGNC)

February 20, 2023

Human Metabolome Database (HMDB)

Version v5.0, October 2021

Human Phenotype Ontology (HPO) April 5, 2023
HumanCyc Version 16.0, February-2012
IntAct April 8, 2023
Interactome studies 2008

MGI gene IDs February 20, 2023
MIPS April 2008

miRBase September 22, 2018
miRecords April 8, 2011

Mouse Genome Database (MGD) April 15,2023

NCI Thesaurus April 9, 2023

Obesity Gene Map Database December 2006
OncoTree oncotree_2021_11_01
Online Mendelian Inheritance in Man (OMIM) April 7, 2023
Orphanet May 7, 2019
PubChem April 9, 2023

TarBase September 18, 2011

TargetScan Human

Version 8.0, September 2022

TargetScan Mouse

Version 8.0, September 2022

The Human Protein Atlas (THPA) 22
Transcript Support Level, human V42
Transcript Support Level, mouse VM31
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